Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; R factor = 0.053; wR factor = 0.164; data-to-parameter ratio = 13.8.
In the crystal structure of the title hydrated salt, 2C 4 H 12 N + Á-C 2 O 4 2À ÁH 2 O, the two independent cations, the anion and the water molecule all lie on special positions of m site symmetry. In both cations, the mirror plane passes through the nitrogen atom and two methyl groups; in the anion, the mirror plane passes through two carbon and two oxygen atoms. The anions and water molecules interact by O-HÁ Á ÁO hydrogen bonding, forming a chain running along the b axis.
Related literature
For the crystal structure of tetramethylammonium hydrogen oxalate, see : Mascal et al. (2000) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Data collection: APEX2 (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: X-SEED (Barbour, 2001) ; software used to prepare material for publication: publCIF (Westrip, 2009 Oxalic acid (0.126 g, 1 mmol) was dissolved in a water-ethanol (1:2 v/v) mixture and a 25% solution of tetramethylammonium hydroxide was added to neutralize the acid. Colorless block crystals were separated after several weeks.
Refinement
Carbon-bound H-atoms were placed in calculated positions (C-H 0.96 Å) and were included in the refinement in the riding model approximation, with U(H) set to 1.5U(C). The water H-atom was freely refined. 
